In the title compound, C 17 H 21 ClO 2 S, the cyclohexyl ring adopts a chair conformation with the C-S bond in an equatorial orientation. In the crystal, molecules are linked by C-HÁ Á ÁO and C-HÁ Á Á hydrogen bonds and a ClÁ Á Á [3.594 (2) Å ] contact into chains along the a-axis direction. 
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Cg2 is the centroid of the C2-C7 benzene ring. et al. 2009 , Galal et al., 2009 , Khan et al. , 2005 , and inhibitor of β-amyloid aggregation (Howlett et al., 1999 , Ono et al., 2002 . These many benzofurans occur in a great number of natural products (Akgul & Anil, 2003 , Soekamto et al., 2003 . As a part of our ongoing project of 5-chloro-3-cyclohexylsulfinyl-1-benzofuran derivatives containing methyl substituent in 2-position (Choi et al., 2011) , we report herein on the crystal structure of the title compound.
In the title molecule ( Fig. 1) , the benzofuran unit is essentially planar, with a mean deviation of 0.014 (1) Å from the least-squares plane defined by the nine constituent atoms. The cyclohexyl ring is in the chair form and the arylsulfinyl moiety is positioned equatorially relative to the cyclohexyl group. In the crystal structure ( 
S2. Experimental
The starting material 5-chloro-3-cyclohexylsulfanyl-2,4,6-trimethyl-1-benzofuran was prepared by literature method (Choi et al. 1999) . 3-Chloroperoxybenzoic acid (77%, 224 mg, 1.0 mmol) was added in small portions to a stirred solution of 5-chloro-3-cyclohexylsulfanyl-2,4,6-trimethyl-1-benzofuran (278 mg, 0.9 mmol) in dichloromethane (20 mL) at 273 K. After being stirred at room temperature for 5h, the mixture was washed with saturated sodium bicarbonate solution (2 × 10 ml) and the organic layer was separated, dried over magnesium sulfate, filtered and concentrated at reduced pressure. Colourless blocks were prepared by slow evaporation of a solution of the title compound (26 mg) in ethyl acetate (10 ml) at room temperature.
S3. Refinement
All H atoms were positioned geometrically and refined using a riding model, with C-H = 0.95 Å for aryl, 1.00 Åfor methine, 0.99 Å for methylene and 0.98 Å for methyl H atoms, respectively. Uiso = 1.2Ueq (C) for aryl, methine and methylene, and 1.5Ueq for methyl H atoms. The positions of methyl and methylene hydrogens were optimized using the SHELXL-97 command AFIX 137 (Sheldrick, 2008 
Figure 1
The molecular structure of the title compound with displacement ellipsoids drawn at the 50% probability level. 58 (m, 6H) . Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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